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SEQUENCE LISTING 



<110> Gronborg, Mette 
Kusk, Philip 
Blom, Nikolaj 
Nordahl Petersen, Thomas 
Johansen, Teit 
Brunak, Soren 
Wahlberg, Lars 

<120> Therapeutic Use of a Growth Factor, NsG33 

<130> 50721/006002 

<140> 10594192 
<141> 2011-11-23 
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<150> US 60/575,086 

<151> 2004-05-28 

<150> DK PA 2004 00843 

<151> 2004-05-28 

<150> DK PA 2004 00510 

<151> 2004-03-30 

<160> 60 

<170> Patentln version 3.5 

<210> 1 

<211> 2508 

<212> DNA 

<213> Homo sapiens 



<400> 1 

actggccgac acgccgcagg ccccgccccc ttcccgaccc gctccaaggc ggccccggcg 60 

ctggggctgc gcggcaggcg gagcggccgc gggcttgggg gcttcgccgg ggccgggcgg 120 

ccggcgcccc cggctgctcc cgccgccgcc cggacccgcg ccccgccggg gcagcggtgg 180 

tgagagcccc gactccccgg acgccgcccg ccgtgccatg gggttcccgg ccgcggcgct 240 

gctctgcgcg ctgtgctgcg gcctcctggc cccggctgcc cgcgccggct actccgagga 300 

gcgctgcagc tggaggggca ggtacggtcc ggggggctgt ccccgcactt aggacggggt 360 

gcgctgcggc taggaccccc caggcgcccc tcggagcgcg cagagcgctg ggccggtttc 420 

cccatccgcg aggcggcctc gggagggagc gggggctgcg ccgggcgggg acccgccccc 480 

gtctcagcgc cccgtcccgt cctgtcccca gcggcctcac ccaggagccc ggcagcgtgg 540 



ggcagctggc cctggcctgt gcggagggcg cggttgagtg gctgtacccg gctggggcgc 600 

tgcgcctgac cctgggcggc cccgatccca gagcgcggcc cggcatcgcc tgtctgcggc 660 

cggtgcggcc cttcgcgggc gcccaggtct tcgcggagcg cgcagggggc gccctggagc 720 

tgctgctggc cgagggcccg ggcccggcag ggggccgctg cgtgcgctgg ggtccccgcg 780 

agcgccgggc cctcttcctg caggccacgc cgcaccagga catcagccgc cgcgtggccg 840 

ccttccgctt tgagctgcgc gaggacgggc gccccgagct gcccccgcag gcccacggtc 900 

tcggcgtaga cggtgagtgg cggtctggtt gggacagggt gggagtcccg aagtcttacc 960 

ctgcctgggc ttggcgggaa tgtgccttgt cggccccact gcagaaggaa aaagtgagct 1020 

acaagggttg gatgggcttg tcaggccaca cagcctggga ctgctgggga gggatggcct 1080 

ccccgccctc ccttcccgat tcatctctgg aaagagctgg caggggcaga gtggagggaa 1140 

ggggaggccg ggcccagcaa tcctgggcct ctggtccctg aacggttggg ggaagagatg 1200 

gtggggacag aatcgaagcc tccggccaaa gctgtccggg gctccctggc ccagcggtga 12 60 

cctctctccc ctcccccagc ccaaccaaca aaagtccagt gtgcagcccg gtcaccatgg 1320 

agacgccgct cgcctccctg cagggcacca ggcccagctc ttgcttggct ctcctggagc 1380 

ttggcgcctg accctgaaag ggatgggctc tcgctattct gccccctggc cctgggccag 1440 

ggaccccaga ccacccttcc tctgccccca cttcctatca ccctagctgg gctgctgctc 1500 

ttcagacctc agatccggga aactagaggg gtcccagatg ctggggtgca tatgtcagat 1560 

gggagtgcag gagggcggcc caggacagct gatcgctagg catggccccc aggcccacgt 162 0 

ctgtgtgcat tcctgccttg gaggtacgcg cctgcaagtg tgtttcctga gtacaggtgt 1680 

cgccgagggc gtgcacatct gctgtgtagc tctctgggac ccccaggtgc catcaggccc 1740 

tgagcgtggg ctctgctcat ttgcctgctg cctcctgccg cttgtgcgga caagggacgg 1800 

ggcctggggt gatgccggga gagggcaggg cctctcctca ccaccccctc tgcatgccag 1860 

gtgcctgcag gccctgcagc gacgctgagc tgctcctggc cgcatgcacc agcgacttcg 1920 

gtgagtgtcc ccgccatggg gggagcctgg agcctgcctt cccctgaatg cctaccgcag 1980 

ccacatgcct ccccacagta attcacggga tcatccatgg ggtcacccat gacgtggagc 2040 

tgcaggagtc tgtcatcact gtggtggccg cccgtgtcct ccgccagaca ccgccgctgt 2100 

tccaggcggg gcgatccggg gaccaggggc tgacctccat tcgtacccca ctgcgctgtg 2160 

gcgtccaccc gggcccaggc accttcctct tcatgggctg gagccgcttt ggggaggccc 2220 



ggctgggctg tgccccacga ttccaggagt tccgccgtgc ctacgaggct gcccgtgctg 2280 

cccacctcca cccctgcgag gtggcgctgc actgaggggc tgggtgctgg ggaggggctg 2340 

gtaggaggga gggtgggccc actgctttgg aggtgatggg actatcaata agaactctgt 2400 

tcacgcaagc tgctgtggac ctggtctcct gtgtccagcc cagccttggg cctgcctcgc 2460 

agctgtgagg atggctccaa ttcctgcctc ctggcgggag actgaggc 2508 



<210> 2 
<211> 110< 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (118) . . (999) 

<400> 2 

gcttcgccgg ggccgggcgg ccggcgcccc cggctgctcc cgccgccgcc cggacccgcg 60 

ccccgccggg gcagcggtgg tgagagcccc gactccccgg acgccgcccg ccgtgcc 117 

atg ggg ttc ccg gcc gcg gcg ctg etc tgc gcg ctg tgc tgc ggc etc 165 

Met Gly Phe Pro Ala Ala Ala Leu Leu Cys Ala Leu Cys Cys Gly Leu 

15 10 15 

ctg gcc ccg get gcc cgc gcc ggc tac tec gag gag cgc tgc age tgg 213 

Leu Ala Pro Ala Ala Arg Ala Gly Tyr Ser Glu Glu Arg Cys Ser Trp 

20 25 30 

agg ggc age ggc etc ace cag gag ccc ggc age gtg ggg cag ctg gcc 2 61 

Arg Gly Ser Gly Leu Thr Gin Glu Pro Gly Ser Val Gly Gin Leu Ala 

35 40 45 

ctg gcc tgt gcg gag ggc gcg gtt gag tgg ctg tac ccg get ggg gcg 30 9 

Leu Ala Cys Ala Glu Gly Ala Val Glu Trp Leu Tyr Pro Ala Gly Ala 

50 55 60 

ctg cgc ctg acc ctg ggc ggc ccc gat ccc aga gcg egg ccc ggc ate 357 

Leu Arg Leu Thr Leu Gly Gly Pro Asp Pro Arg Ala Arg Pro Gly lie 

65 70 75 80 

gcc tgt ctg egg ccg gtg egg ccc ttc gcg ggc gcc cag gtc ttc gcg 405 

Ala Cys Leu Arg Pro Val Arg Pro Phe Ala Gly Ala Gin Val Phe Ala 

85 90 95 

gag cgc gca ggg ggc gcc ctg gag ctg ctg ctg gcc gag ggc ccg ggc 453 

Glu Arg Ala Gly Gly Ala Leu Glu Leu Leu Leu Ala Glu Gly Pro Gly 

100 105 110 

ccg gca ggg ggc cgc tgc gtg cgc tgg ggt ccc cgc gag cgc egg gcc 501 

Pro Ala Gly Gly Arg Cys Val Arg Trp Gly Pro Arg Glu Arg Arg Ala 

115 120 125 



etc ttc ctg cag gec acg ccg cac cag gac ate age cgc cgc gtg gec 549 

Leu Phe Leu Gin Ala Thr Pro His Gin Asp lie Ser Arg Arg Val Ala 
130 135 140 

gec ttc cgc ttt gag ctg cgc gag gac ggg cgc ccc gag ctg ccc ccg 597 

Ala Phe Arg Phe Glu Leu Arg Glu Asp Gly Arg Pro Glu Leu Pro Pro 

145 150 155 160 

cag gec cac ggt etc ggc gta gac ggt gee tgc agg ccc tgc age gac 645 

Gin Ala His Gly Leu Gly Val Asp Gly Ala Cys Arg Pro Cys Ser Asp 

165 170 175 

get gag ctg etc ctg gec gca tgc acc age gac ttc gta att cac ggg 693 

Ala Glu Leu Leu Leu Ala Ala Cys Thr Ser Asp Phe Val lie His Gly 
180 185 190 

ate ate cat ggg gtc acc cat gac gtg gag ctg cag gag tct gtc ate 741 

lie lie His Gly Val Thr His Asp Val Glu Leu Gin Glu Ser Val lie 

195 200 205 

act gtg gtg gec gee cgt gtc etc cgc cag aca ccg ccg ctg ttc cag 789 

Thr Val Val Ala Ala Arg Val Leu Arg Gin Thr Pro Pro Leu Phe Gin 
210 215 220 

gcg ggg cga tec ggg gac cag ggg ctg acc tec att cgt acc cca ctg 837 

Ala Gly Arg Ser Gly Asp Gin Gly Leu Thr Ser lie Arg Thr Pro Leu 

225 230 235 240 

cgc tgt ggc gtc cac ccg ggc cca ggc acc ttc etc ttc atg ggc tgg 885 

Arg Cys Gly Val His Pro Gly Pro Gly Thr Phe Leu Phe Met Gly Trp 

245 250 255 

age cgc ttt ggg gag gec egg ctg ggc tgt gec cca cga ttc cag gag 933 

Ser Arg Phe Gly Glu Ala Arg Leu Gly Cys Ala Pro Arg Phe Gin Glu 
260 265 270 

ttc cgc cgt gec tac gag get gee cgt get gee cac etc cac ccc tgc 981 

Phe Arg Arg Ala Tyr Glu Ala Ala Arg Ala Ala His Leu His Pro Cys 

275 280 285 

gag gtg gcg ctg cac tga ggggctgggt gctggggagg ggctggtagg 102 9 

Glu Val Ala Leu His 
290 

agggagggtg ggcccactgc tttggaggtg atgggactat caataagaac tctgttcacg 108 9 

caaaaaaaaa aaaaaaaaaa 110 9 



<210> 3 

<211> 293 

<212> PRT 

<213> Homo sapiens 



<400> 



3 



Met Gly Phe Pro Ala Ala Ala Leu Leu Cys Ala Leu Cys Cys Gly Leu 
15 10 15 



Leu Ala Pro Ala Ala Arg Ala Gly Tyr Ser Glu Glu Arg Cys Ser Trp 
20 25 30 



Arg Gly Ser Gly Leu Thr Gin Glu Pro Gly Ser Val Gly Gin Leu Ala 
35 40 45 



Leu Ala Cys Ala Glu Gly Ala Val Glu Trp Leu Tyr Pro Ala Gly Ala 
50 55 60 



Leu Arg Leu Thr Leu Gly Gly Pro Asp Pro Arg Ala Arg Pro Gly lie 
65 70 75 80 



Ala Cys Leu Arg Pro Val Arg Pro Phe Ala Gly Ala Gin Val Phe Ala 
85 90 95 



Glu Arg Ala Gly Gly Ala Leu Glu Leu Leu Leu Ala Glu Gly Pro Gly 
100 105 110 



Pro Ala Gly Gly Arg Cys Val Arg Trp Gly Pro Arg Glu Arg Arg Ala 
115 120 125 



Leu Phe Leu Gin Ala Thr Pro His Gin Asp lie Ser Arg Arg Val Ala 
130 135 140 



Ala Phe Arg Phe Glu Leu Arg Glu Asp Gly Arg Pro Glu Leu Pro Pro 
145 150 155 160 



Gin Ala His Gly Leu Gly Val Asp Gly Ala Cys Arg Pro Cys Ser Asp 
165 170 175 



Ala Glu Leu Leu Leu Ala Ala Cys Thr Ser Asp Phe Val lie His Gly 
180 185 190 



lie lie His Gly Val Thr His Asp Val Glu Leu Gin Glu Ser Val lie 
195 200 205 



Thr Val Val Ala Ala Arg Val Leu Arg Gin Thr Pro Pro Leu Phe Gin 
210 215 220 



Ala Gly Arg Ser Gly Asp Gin Gly Leu Thr Ser lie Arg Thr Pro Leu 



225 



230 



235 



240 



Arg Cys Gly Val His Pro Gly Pro Gly Thr Phe Leu Phe Met Gly Trp 
245 250 255 



Ser Arg Phe Gly Glu Ala Arg Leu Gly Cys Ala Pro Arg Phe Gin Glu 
260 265 270 



Phe Arg Arg Ala Tyr Glu Ala Ala Arg Ala Ala His Leu His Pro Cys 

275 280 285 



Glu Val Ala Leu His 

290 



<210> 4 

<211> 270 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Gly Tyr Ser Glu Glu Arg Cys Ser Trp Arg Gly Ser Gly Leu Thr Gin 
15 10 15 



Glu Pro Gly Ser Val Gly Gin Leu Ala Leu Ala Cys Ala Glu Gly Ala 

20 25 30 



Val Glu Trp Leu Tyr Pro Ala Gly Ala Leu Arg Leu Thr Leu Gly Gly 
35 40 45 



Pro Asp Pro Arg Ala Arg Pro Gly lie Ala Cys Leu Arg Pro Val Arg 
50 55 60 



Pro Phe Ala Gly Ala Gin Val Phe Ala Glu Arg Ala Gly Gly Ala Leu 
65 70 75 80 



Glu Leu Leu Leu Ala Glu Gly Pro Gly Pro Ala Gly Gly Arg Cys Val 
85 90 95 



Arg Trp Gly Pro Arg Glu Arg Arg Ala Leu Phe Leu Gin Ala Thr Pro 
100 105 110 



His Gin Asp lie Ser Arg Arg Val Ala Ala Phe Arg Phe Glu Leu Arg 
115 120 125 



Glu Asp Gly Arg Pro Glu Leu Pro Pro Gin Ala His Gly Leu Gly Val 
130 135 140 



Asp Gly Ala Cys Arg Pro Cys Ser Asp Ala Glu Leu Leu Leu Ala Ala 
145 150 155 160 



Cys Thr Ser Asp Phe Val lie His Gly lie lie His Gly Val Thr His 
165 170 175 



Asp Val Glu Leu Gin Glu Ser Val lie Thr Val Val Ala Ala Arg Val 
180 185 190 



Leu Arg Gin Thr Pro Pro Leu Phe Gin Ala Gly Arg Ser Gly Asp Gin 
195 200 205 



Gly Leu Thr Ser lie Arg Thr Pro Leu Arg Cys Gly Val His Pro Gly 
210 215 220 



Pro Gly Thr Phe Leu Phe Met Gly Trp Ser Arg Phe Gly Glu Ala Arg 

225 230 235 240 



Leu Gly Cys Ala Pro Arg Phe Gin Glu Phe Arg Arg Ala Tyr Glu Ala 
245 250 255 



Ala Arg Ala Ala His Leu His Pro Cys Glu Val Ala Leu His 
260 265 270 



<210> 5 

<211> 166 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Ala Leu Phe Leu Gin Ala Thr Pro His Gin Asp lie Ser Arg Arg Val 
15 10 15 



Ala Ala Phe Arg Phe Glu Leu Arg Glu Asp Gly Arg Pro Glu Leu Pro 

20 25 30 



Pro Gin Ala His Gly Leu Gly Val Asp Gly Ala Cys Arg Pro Cys Ser 
35 40 45 



Asp Ala Glu Leu Leu Leu Ala Ala Cys Thr Ser Asp Phe Val lie His 



50 55 60 



Gly lie lie His Gly Val Thr His Asp Val Glu Leu Gin Glu Ser Val 
65 70 75 80 



lie Thr Val Val Ala Ala Arg Val Leu Arg Gin Thr Pro Pro Leu Phe 
85 90 95 



Gin Ala Gly Arg Ser Gly Asp Gin Gly Leu Thr Ser lie Arg Thr Pro 
100 105 110 



Leu Arg Cys Gly Val His Pro Gly Pro Gly Thr Phe Leu Phe Met Gly 
115 120 125 



Trp Ser Arg Phe Gly Glu Ala Arg Leu Gly Cys Ala Pro Arg Phe Gin 
130 135 140 



Glu Phe Arg Arg Ala Tyr Glu Ala Ala Arg Ala Ala His Leu His Pro 
145 150 155 160 



Cys Glu Val Ala Leu His 
165 



<210> 6 

<211> 2322 

<212> DNA 

<213> Mus musculus 



<220> 

<221> misc_feature 

<222> (1) . . (78) 

<223> n is a, c, g, or t 



<400> 6 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 60 

nnnnnnnnnn nnnnnnnncc cctaaccatg ctggtagcca cgcttctttg cgcgctctgt 120 

tgcggcctcc tggccgcgtc cgctcacgct ggctactcgg aagaccgctg cagctggagg 180 

ggcaggtacc aggagggact gcggggaggg ttgtgggttt atttatttat ttattttatt 240 

ttatttactt cttgggttgg agggttccct cccacttgga actgaggaaa cgcagacttc 300 

aatgtcctgt tacacagagt agaagcagat gttggtagcc gcgggaaaag ggatgagcgg 360 



gctagggaac gagggtcacc cacctgagaa ccaccgtcct gtccccagcg gtttgaccca 420 



ggagcctggc agcgtggggc agctgaccct ggactgtact gagggcgcta tcgagtggct 480 

gtacccagct ggggcgctgc gcctgaccct gggcggcccc gatccgggca cacggcccag 540 

catcgtctgt ctgcgcccag agcggccctt cgctggtgcc caggtcttcg ctgaacgtat 600 

gaccggcaat ctagagttgc tactggccga gggcccggac ctggctgggg gccgctgcat 660 

gcgctggggt ccccgcgagc gccgagccct tttcctgcag gccacaccac accgcgacat 720 

cagccgcaga gttgctgcct tccgttttga actgcacgag gaccaacgtg cagaaatgtc 780 

tccccaggct caaggtcttg gtgtggatgg tgagtgatta tgagactggc tgggtgtcag 840 

aaattggccc tccacactga cctgatggga ctgggccttg ccaccccatt gcatggagag 900 

tccttctgta gcttgacaga ggccactccg gtggagagca tagtggcttc caggtcgtaa 960 

ggaggtgagt tggaagtgcc cccgcctttc tctcctcctc ctcttaaaag attcggttta 1020 

ggaaaagagc aggagggggc aaatgcccga gaggccagcc ctgggtctct ggtttctgaa 1080 

ggattggggg aagggttaag ctgaggcaga atcaaagcct atggccaagg ctgtccaggg 1140 

ctccctggcc tggtggtgac ctccttcccc tccccccaag cccagccaac aaaagtccag 1200 

tgtgcctctt cgtcaccatg gagactgcct gccctgcctc cctgcagggc accaggccca 1260 

gtgctttgct cttctggaac ttgtagcctg accctgcagg gaatgaatgg ctctctgact 1320 

gttctgccct agctagagac ccccccgaac tggagtccac tagaatatcc ctagctagag 1380 

ctgggaggtc acagaacgtt tcccagtgtt agtctgagtt tatgagatgg taccaagcct 1440 

gtgtatgagg cactgaggtg cccatcagta ggcatgtacc tgcagggtgt cttcaggcta 1500 

taggatgctg ggagaagggt ttagtctctt gctcctgtac cttttcctct tgggaggagc 1560 

tgtgggctcg tgctgagaga tcacaggcct ggctgatgac ctgccttgca tgctaggtgc 1620 

ctgcaggccc tgcagtgatg ccgagctcct cctggctgca tgcaccagtg attttggtga 1680 

gtgtttctgt tgcgggagag cttagggtct gcctcacatt cccacgtgcc caccactggc 1740 

caccatgtct cctcgtagtg atccacggga ccatccatgg ggtcgcccat gacacagagc 1800 

tgcaagaatc agtcatcact gtggtggttg ctcgtgtcat ccgccagaca ctgccactgt 1860 

tcaaggaagg gagctcggag ggccaaggcc gggcctccat tcgtaccttg ctgcgctgtg 1920 

gtgtgcgtcc tggcccaggc tccttcctct tcatgggctg gagccgattt ggcgaagctt 1980 

ggctgggctg tgctccccgc ttccaagagt tcagccgtgt ctattcagct gctctcacga 2040 

cccatctcaa cccatgtgag atggcactgg actgagagac ctgggagcaa 



